FIG. 1 



gattctcagt agagacgttt gactgtccca acccgatgct gccttcccac ataaatgaga 60 

tttttttctg ccaggcaac atg gtt tta ccc tea tat tea aaa aaa ccc tta 112 

Met Val Leu Pro Ser Tyr -Ser Lys Lys Pro Leu 
15 10 

ate tct aat gtg gag cag ctg ate ctg ggg ate ccg ggc cag aat cgc 160 
He Ser Asn Val Glu Gin Leu He Leu Gly He Pro Gly Gin Asn Arg 
15 20 25 

egg gag ata ggc cat ggc cag gat ate ttt cca gca gag aag etc tgc 208 
Arg Glu He Gly His Gly Gin Asp He Phe Pro Ala Glu Lys Leu Cys 
30 35 40 

cat ctg cag gat cgc aag gtg aac ctt cac aga get gee tgg ggc gag 256 
His Leu Gin Asp Arg Lys Val Asn Leu His Arg Ala Ala Trp Gly Glu 
45 ' 50 55 

tgt att gtt gca ccc aag act etc age ttc tct tac tgt cag ggg acc 3 04 
Cys He Val Ala Pro Lys Thr Leu Ser Phe Ser Tyr Cys Gin Gly Thr 
60 65 70 75 

tgc ccg gee etc aac agt gag etc cgt cat tec age ttt gag tgc tat 352 
Cys Pro Ala Leu Asn Ser Glu Leu Arg His Ser Ser Phe Glu Cys Tyr 
80 85 90 

aag agg gca gta cct acc tgt ccc tgg etc ttc cag acc tgc cgt ccc 400 
Lys Arg Ala Val Pro Thr Cys Pro Trp Leu Phe Gin Thr Cys Arg Pro 
95 100 105 

acc atg gtc aga etc ttc tec ctg atg gtc cag gat gac gaa cac aag 448 
Thr Met Val Arg Leu Phe Ser Leu Met Val Gin Asp Asp Glu His Lys 
110 115 120 

atg agt gtg cac tat gtg aac act tec ttg gtg gag aag tgt ggc tgc 4 96 
Met Ser Val His Tyr Val Asn Thr Ser Leu Val Glu Lys Cys Gly Cys 
125 130 135 

tct tga gataccccaa agcctcctac tggectcagg gccacctaag tctcaggact 552 

Ser 

140 



ttagtagggg gtgggattac ttttcatagc aagtagagct ctttgaaggg aggtgggatt 612 
tggtttgttt ctcaaagcac agcaagaagg ttggcattat ggcagtaaca aat 665 



• 



FIG. 2A 



actagtgatt ctcagtagag acgtttgact gtcccaaccc gatgctgcct tcccacataa 60 



atg aga ttt ttt tct gcc agg caa cat ggt ttt acc etc ata ttc aaa 
Met Arg Phe Phe Ser Ala Arg Gin His Gly Phe Thr Leu lie Phe Lys 
1 5 10 15 



aat cgc egg gag ata ggc cat ggc cag gat ate ttt cca gca gag aag 
Asn Arg Arg Glu He Gly His Gly Gin Asp He Phe Pro Ala Glu Lys 
85 90 95 



ggc gag tgt att gtt gca ccc aag act etc age ttc tct tac tgt cag 

Gly Glu Cys He Val Ala Pro Lys Thr Leu Ser Phe Ser Tyr Cys Gin 
115 120 125 

ggg acc tgc ccg gcc etc aac agt gag etc cgt cat tec age ttt gag 

Gly Thr. Cys Pro Ala Leu Asn Ser Glu Leu Arg His Ser Ser Phe Glu 
130 135 140 

tgc tat aag agg gca gta cct acc tgt ccc tgg etc ttc cag acc tgc 

Cys Tyr Lys Arg Ala Val Pro Thr Cys Pro Trp Leu Phe Gin Thr Cys 

145 150 155 160 

cgt ccc acc atg gtc aga etc ttc tec ctg atg gtc cag gat gac gaa 

Arg Pro Thr Met Val Arg Leu Phe Ser Leu Met Val Gin Asp Asp Glu 
165 170 175 



108 



aag aca aag att cca gcc act gat gtc get gat gcc age ctg aat gaa 156 

Lys Thr Lys He Pro Ala Thr Asp Val Ala Asp Ala Ser Leu Asn Glu 
20 25 30 

tgt tec agt acc gaa agg aaa caa gac gta gtg ttg ctg ttc gtg acc 2 04 

Cys Ser Ser Thr Glu Arg Lys Gin Asp Val Val Leu Leu Phe Val Thr 

35 40 45 

ttg tec cac aca cag cca cct ctg ttt cac ctg cct tat gtc cag aaa 

^'l Leu Ser His Thr Gin Pro Pro Leu Phe His Leu Pro Tyr Val Gin Lys 

50 55 60 

U'i ccc tta ate tct aat gtg gag cag ctg ate ctg ggg ate ccg ggc cag 3 00 

IP; Pro Leu He Ser Asn Val Glu Gin Leu He Leu Gly He Pro Gly Gin 

U 65 70 75 80 



252 



348 



etc tgc cat ctg cag gat cgc aag gtg aac ctt cac aga get gcc tgg 396 
Leu Cys His Leu Gin Asp Arg Lys Val Asn Leu His Arg Ala Ala Trp 
100 105 HO 



444 



492 



540 



588 



cac aag atg agt gtg cac tat gtg aac act tec ttg gtg gag aag tgt 63 6 
His Lys Met Ser Val His Tyr Val Asn Thr Ser Leu Val Glu Lys Cys 
180 185 190 



ggc tgc tct tga gataccccaa agcctcctac tggectcagg gccacctaag 
Gly Cys Ser 
195 



688 



FIG. 2B 



tctcaggact ttagtagggg gtgggattac ttttcatagc aagtagagct ctttgaaggg 
aggtgggatt tggtttgttt ctcaaagcac agcaagaagg ttggcattat ggcagtaaaa 
tc 
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1073 
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ttctagagtt 


1133 
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1253 


ggaggtggtg 


cccaccctct 


tggcagagac 


aaagattcca 


gecactgatg 


tegctgatge 


1313 
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1373 


cttgtcccac 


acacagccac 


ctctgtttca 


cctgccttat 


gtccag aaa 
Lys 


ccc tta 
. Pro Leu 


1428 
11 



ate tct aat gtg gag cag ctg ate ctg ggg ate ccg ggc cag aat cgc 1476 
lie Ser Asn Val Glu Gin Leu lie Leu Gly He Pro Gly Gin Asn Arg 27 
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egg gag ata ggc cat ggc cag gat ate ttt cca gca gag aag etc tgc 1524 

Arg Glu lie Gly His Gly Gin Asp lie Phe Pro Ala Glu Lys Leu Cys 43 

cat ctg cag gat cgc aag gtg aac ctt cac aga get gee tgg ggc gag 1572 

His Leu Gin Asp Arg Lys Val Asn Leu His Arg Ala Ala Trp Gly Glu 5 9 

tgt att gtt gca ccc aag act etc age ttc tct tac tgt cag ggg ace 162 0 

Cys lie Val Ala Pro Lys Thr Leu Ser Phe Ser Tyr Cys Gin Gly Thr 75 

tgc ccg gec etc aac agt gag etc cgt cat tec age ttt gag tgc tat 1668 

Cys Pro Ala Leu Asn Ser Glu Leu Arg His Ser Ser Phe Glu Cys Tyr 91 

aag gtaagacatg gagectegtt ctttctcttc tggggtcata ttgggatagc 1721 

Lys " 92 

actaagtget caactctcta ggcctggctc cttttgagtc aaggaageca ttgaagttgg 1781 

taattatgta atctagcact gatgcagtgt gtagcatctt ccccgccctg tgaccttatc 1841 

ccttatcttt attcataaga aacatcagct tcctaaagat tgttctgaaa cagccctgat 1901 

ccagcagctt ctccccaggc cctccttctc ccttcccatg tatccctgac aagtctactg 1961 

atgeccttag atatgaggct gtggctatga ggcactcacc attctgecat ttgtttctgc 2021 

ag agg gca gta cct acc tgt ccc tgg etc ttc cag acc tgc cgt ccc 2068 

Arg Ala Val Pro Thr Cys Pro Trp Leu Phe Gin Thr Cys Arg Pro 107 

acc atg gtc aga etc ttc tec ctg atg gtc cag gat gac gaa cac aag 2116 

Thr Met Val Arg Leu Phe Ser Leu Met Val Gin Asp Asp Glu His Lys 12 3 

atg agt gtg cac tat gtg aac act tec ttg gtg gag aag tgt ggc tgc 2164 

Met Ser Val His Tyr Val Asn Thr Ser Leu Val Glu Lys Cys Gly Cys 13 9 

tct tga gataccccaa agcctcctac tggectcagg gccacctaag tctcaggact 2220 

Ser * 14 0 

ttagtagggg gtgggattac ttttcatagc aagtagagct ctttgaaggg aggtgggatt 22 80 

tggtttgttt ctcaaagcac agcaagaagg ttggcattat ggcagtaacc cctcatagat 2340 

gcttctcttt gatgtggcag gggcccccta gtgctgttct cagtcactcc tactactggg 2400 

aagctgggcc cattgagatg tctgactatc gctgtcctag attgtgagtg ggctgggctt 2460 

agtgccacct ctgggatcat ttaggtgggg aaagaggaac tggaattgga cgcatgtcag 2520 

ctcttggggt aggggtaaaa ttgttaccag tgttaagctg gctttggact ctttctgagc 2580 

cattcagctg ctatcatcct tctctgtacc attggcctgg ggctggtcca gaactgacct 2640 

cagcatgtac attcctcctc acctaacact cctggcctct ttagagggag tgaagactct 2700 



FIG. 5C 

gtggaagaaa gcattctgtc atgggctagt catgggtaaa gggccccaag gccttcacaa 2760 
cctggtgtca gatgggagcc tgagagtaga ggatgttgct tgactgacag agggggcctc 2 82 0 
tggcctcatg gaaagtttgt ctcactatca tttaaggaac ttgatattag ctttttcact 2880 
atctttaata aaactatagg accattgttg tgggtctctt atgttggata tctattactt 2940 
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tgagaaacac aatctgtatt atcacttctt gcacctccat tctgtaaaca ggagttggta 60 

ttgaagttgt tctgggagtg agagtttctc tcacttgaat ttaatttctc ttgaatgcgt 120 

gatcagctac aagctgtggg gggttagaat agggcctaca gctgggcacg tggatattta 180 

aagacagcga aggggaagcc ccgcttctga gagcaggtat gttggagggt ggctgtggga 24 0 

gaagtggcag ctcctggctc attcctgggc tcttggctct gggtctttgg tgcatgtgtt 3 00 

tgagctcagt agagacgttt gactgtccca acccgatgct gccttcccac ataa atg 357 

Met 1 

^ aga ttt ttt tct gcc agg caa cat ggt ttt acc etc ata ttc aaa a 4 03 

■4.1 Arg Phe Phe Ser Ala Arg Gin His Gly Phe Thr Leu lie Phe Lys 

yy gtaagtagc tggagcgctg gtctttgeca gggaaggagt gatccagaag ctgcctggca 461 
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Lys Thr Lys lie Pro Ala 22 

act gat gtc get gat gcc age ctg aat gaa tgt tec agt acc gaa agg 1344 

Thr Asp Val Ala Asp Ala Ser Leu Asn Glu Cys Ser Ser Thr Glu Arg 3 8 

aaa caa gac gta gtg ttg ctg ttc gtg acc ttg tec cac aca cag cca 1392 

Lys Gin Asp Val Val Leu Leu Phe Val Thr Leu Ser His Thr Gin Pro 54 
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cct ctg ttt cac ctg cct tat gtc cag aaa ccc tta ate tct aat gtg 1440 

Pro Leu Phe His Leu Pro Tyr Val Gin Lys Pro Leu lie Ser Asn Val 70 

gag cag ctg ate ctg ggg ate ccg ggc cag aat cgc egg gag ata ggc 1488 

Glu Gin Leu lie Leu Gly lie Pro Gly Gin Asn Arg Arg Glu lie Gly 86 

cat ggc cag gat ate ttt cca gca gag aag etc tgc cat ctg cag gat 1536 

His Gly Gin Asp lie Phe Pro Ala Glu Lys Leu Cys His Leu Gin Asp 102 

cgc aag gtg aac ctt cac aga get gee tgg ggc gag tgt att gtt gca 1584 

Arg Lys Val Asn Leu His Arg Ala Ala Trp Gly Glu Cys lie Val Ala 118 

ccc aag act etc age ttc tct tac tgt cag ggg ace tgc ccg gec etc 1632 

Pro Lys Thr Leu Ser Phe Ser Tyr Cys Gin Gly Thr Cys Pro Ala Leu 134 

aac agt gag etc cgt cat tec age ttt gag tgc tat aag gtaagacatg 1681 

Asn Ser Glu Leu Arg His Ser Ser Phe Glu Cys Tyr Lys 147 

gagectegtt ctttctcttc tggggtcata ttgggatagc actaagtget caactctcta 1741 

ggcctggctc cttttgagtc aaggaageca ttgaagttgg taattatgta atctagcact 1801 

gatgcagtgt gtagcatctt ccccgccctg tgaccttatc ccttatcttt attcataaga 1861 

aacatcagct tcctaaagat tgttctgaaa cagccctgat ccagcagctt ctccccaggc 1921 

cctccttctc ccttcccatg tatccctgac aagtctactg atgeccttag atatgaggct 1981 

gtggctatga ggcactcacc attctgecat ttgtttctgc ag agg gca gta cct 2035 

Arg Ala Val Pro 151 

acc tgt ccc tgg etc ttc cag ace tgc cgt ccc acc atg gtc aga etc 2083 

Thr Cys Pro Trp Leu Phe Gin Thr Cys Arg Pro Thr Met Val Arg Leu 167 

ttc tec ctg atg gtc cag gat gac gaa cac aag atg agt gtg cac tat 2131 

Phe Ser Leu Met Val Gin Asp Asp Glu His Lys Met Ser Val His Tyr 183 

gtg aac act tec ttg gtg gag aag tgt ggc tgc tct tga gataccccaa 2180 

Val Asn Thr Ser Leu Val Glu Lys Cys Gly Cys Ser * 195 

agcctcctac tggectcagg gccacctaag tctcaggact ttagtagggg gtgggattac 224 0 

ttttcatagc aagtagagct ctttgaaggg aggtgggatt tggtttgttt ctcaaagcac 2300 

agcaagaagg ttggcattat ggcagtaacc cctcatagat gcttctcttt gatgtggcag 2 3 60 

gggcccccta gtgctgttct cagtcactcc tactactggg aagctgggcc cattgagatg 242 0 

tctgactatc gctgtcctag attgtgagtg ggctgggctt agtgccacct ctgggatcat 2480 

ttaggtgggg aaagaggaac tggaattgga cgcatgtcag ctcttggggt aggggtaaaa 2540 

ttgttaccag tgttaagctg gctttggact ctttctgagc cattcagctg ctatcatcct 2600 
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tctctgtacc attggcctgg ggctggtcca 
acctaacact cctggcctct ttagagggag 
atgggctagt catgggtaaa gggccccaag 
tgagagtaga ggatgttgct tgactgacag 
ctcactatca tttaaggaac ttgatattag 
accattgttg tgggtctctt atgttggata 



gaactgacct cagcatgtac attcctcctc 2660 
tgaagactct gtggaagaaa gcattctgtc 2720 
gccttcacaa cctggtgtca gatgggagcc 2780 
agggggcctc tggcctcatg gaaagtttgt 2 840 
ctttttcact atctttaata aaactatagg 2900 
tctattactt 2940 



